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pACYC177
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3,941 base pairs
GenBank Accession #: X06402

pACYC177 is available as a transformant of
ER2420 (#E4151S) at no charge when shipped
with an order or for the cost of shipping if
ordered separately.

pACYC177 is an E. coli plasmid cloning vector containing the
p15A origin of replication (1-4). This allows pACYC177 to
coexist in cells with plasmids of the ColE1 compatibility group
(e.g., pBR322, pUC19). It is a low copy number vector, at
about 15 copies per cell (5), but can be amplified with
chloramphenicol or spectinomycin.

Enzymes with unique restriction sites are shown in beld type
and enzymes with two restriction sites are shown in regular
type. The accompanying table shows restriction sites of those
enzymes that cut a moderate number of times. Restriction site
coordinates refer to the position of the 5°-most base on the
top strand in each recognition sequence.

Open reading frame (ORF) coordinates are in the form
"translational start — translational stop”; numbers refer to
positions on the top (clockwise) strand, regardless of the
direction of transcription and include the start and stop codons.

Origin of replication coordinates include the region from the
-35 promoter sequence of the RNAII transcript to the RNA/DNA
switch point. b/a (Ap®) gene coordinates include the signal
sequence.

Feature Coordinates Source
bla (Ap?) 3699-618 (cw) Tn3
aph (3°)-la (Kn®) 1923-2738 Tn903
origin 783-1328 p15A

ori = origin of replication
Ap = ampicillin, Kn = kanamycin
(cw ) = clockwise

BsiHKA | 3899
Acl| 3883
Xmn| 3882 Hinc Il 1
Apal | - Bme1580 | - BsiHKA | 3814 BsaH ! 4
Earl 3692 Begl 18
Sspl 3679 Scallli62
BciV | 3638 Pvul 173
. Pst|-Sfcl 299
Aat Il - BsaH | 3563 Acll 315
Eco0109 | 3505 Fsp | 320
3496 ApR Ase | 369
Psil 3483 —— —_—— Bgll 421
Fau | 3470 Bpm | 455
Bmel580 | 3429 Bsal 473
Drd | Bmr | 495
BamH | Ahd | 540
BStE Il 3279 Sl s
BstB | 852
Afe |- Hae Il 3021 BseR| 902
Stul 2976 BseR | 961
BsaX | 2934 ) AlwN | 987
S Nsp | 1013
BsmF | 2791
PfIM 1 2611 Age | 1178
S Sac Il 1339
Hind Il 2472
BfrB I - Nsi | 2466\ SgrA | 1501
BsmB | 2364 Kna \} Agel 1502
Pvul 2351 Bsg | 1506
AsiS | 2350 Xmn | 1532
Bsm| 2315 Acc | - BstZ17 | 1577
Sspl 2277 Nhe | 1588
EcoN | 2262 Afe |- Hae Il 1591
Bsm| 2238 Stul 1636
Smal-Xmal-Aval-BsoB| 2226 BsaX1 1673
Dralll 1818

BfrB |- Nsil 2200

Earl 2161 PaeR7 1-Tlil-Xho | -Aval-BsoB| 1952
Clal-BspD| 2044 Ban Il 2005
Nru | 2009
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